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SEKWENCJE OLIGONUKLEOTYDÓW I PLAZMIDÓW 

 

Dotyczy pakietu 13 -  Synteza oligonukleotydów 

 
 

Forward Primer 

ITS4-mod AATGATACGGCGACCACCGAGATCTACACTATGGTAATTAAAGCCTCCGCTTATTGATATGCTTAART 

  Reverse, Indexed Primers 

5.8S-Fun_1 CAAGCAGAAGACGGCATACGAGATCGTACCAGATCCAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_2 CAAGCAGAAGACGGCATACGAGATATGTTTAGACGGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_3 CAAGCAGAAGACGGCATACGAGATACATGTCACGTGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_4 CAAGCAGAAGACGGCATACGAGATCTTTAGCGCTGGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_5 CAAGCAGAAGACGGCATACGAGATCTGGTCTTACGGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_6 CAAGCAGAAGACGGCATACGAGATCAAGTCGAATACAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_7 CAAGCAGAAGACGGCATACGAGATGCAAGTGTGAGGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_8 CAAGCAGAAGACGGCATACGAGATCTCGGTCAACCAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_9 CAAGCAGAAGACGGCATACGAGATACCCTATTGCGGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_10 CAAGCAGAAGACGGCATACGAGATTCCGTTCGTTTAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_11 CAAGCAGAAGACGGCATACGAGATACCACCGTAACCAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_12 CAAGCAGAAGACGGCATACGAGATCATTTCGCACTTAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_13 CAAGCAGAAGACGGCATACGAGATTTAAGCGCCTGAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_14 CAAGCAGAAGACGGCATACGAGATTGCGGGATTCATAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_15 CAAGCAGAAGACGGCATACGAGATCAAACTGCGTTGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_16 CAAGCAGAAGACGGCATACGAGATTTAGACTCGGAAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 



5.8S-Fun_17 CAAGCAGAAGACGGCATACGAGATGACCGATAGGGAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_18 CAAGCAGAAGACGGCATACGAGATGGCGAACTGAAGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_19 CAAGCAGAAGACGGCATACGAGATCGGCACTATCACAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_20 CAAGCAGAAGACGGCATACGAGATAGGTGGTGGAGTAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_21 CAAGCAGAAGACGGCATACGAGATATTCCCAGAACGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_22 CAAGCAGAAGACGGCATACGAGATAGACGTTGCTACAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_23 CAAGCAGAAGACGGCATACGAGATAGAATAGCGCTTAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_24 CAAGCAGAAGACGGCATACGAGATAAGCGTACATTGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_25 CAAGCAGAAGACGGCATACGAGATGTTATGACGGATAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_26 CAAGCAGAAGACGGCATACGAGATAGCCTCATGATGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_27 CAAGCAGAAGACGGCATACGAGATGTGTATCGCCACAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_28 CAAGCAGAAGACGGCATACGAGATCCAAACTCGTCGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_29 CAAGCAGAAGACGGCATACGAGATACGTGAGGAACGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_30 CAAGCAGAAGACGGCATACGAGATTGAATCGAAGCTAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_31 CAAGCAGAAGACGGCATACGAGATCTGCAGTAAGTAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_32 CAAGCAGAAGACGGCATACGAGATTATAGGCTCCGCAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_33 CAAGCAGAAGACGGCATACGAGATATCGTGTGTTGGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_34 CAAGCAGAAGACGGCATACGAGATCTTCCGCAGACAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_35 CAAGCAGAAGACGGCATACGAGATGCACTATACGCAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_36 CAAGCAGAAGACGGCATACGAGATTCTGGGCATTGAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_37 CAAGCAGAAGACGGCATACGAGATCCAATGATAAGCAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_38 CAAGCAGAAGACGGCATACGAGATTTAAACCGCGCCAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_39 CAAGCAGAAGACGGCATACGAGATCTTGCATACCGGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_40 CAAGCAGAAGACGGCATACGAGATGTGCACGATAATAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_41 CAAGCAGAAGACGGCATACGAGATGGTCTAGGTCTAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_42 CAAGCAGAAGACGGCATACGAGATTCAGGACGTATCAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_43 CAAGCAGAAGACGGCATACGAGATGAAAGGTGAGAAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_44 CAAGCAGAAGACGGCATACGAGATGAATATACCTGGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_45 CAAGCAGAAGACGGCATACGAGATGTCGCTTGCACAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_46 CAAGCAGAAGACGGCATACGAGATTCTACCACGAAGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 



5.8S-Fun_47 CAAGCAGAAGACGGCATACGAGATAATATCGGGATCAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_48 CAAGCAGAAGACGGCATACGAGATTAGTGCATTCGGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_49 CAAGCAGAAGACGGCATACGAGATTCAATGACCGCAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_50 CAAGCAGAAGACGGCATACGAGATCTATCGGAAGATAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_51 CAAGCAGAAGACGGCATACGAGATGGTACTGTACCAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_52 CAAGCAGAAGACGGCATACGAGATATCGAATCGAGTAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_53 CAAGCAGAAGACGGCATACGAGATCTAGCAGTATGAAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_54 CAAGCAGAAGACGGCATACGAGATGTTAATGGCAGTAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_55 CAAGCAGAAGACGGCATACGAGATGTATGGAGCTATAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_56 CAAGCAGAAGACGGCATACGAGATCCTTCTGTATACAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_57 CAAGCAGAAGACGGCATACGAGATACGCTGTCGGTTAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_58 CAAGCAGAAGACGGCATACGAGATCTCGTTTCAGTTAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_59 CAAGCAGAAGACGGCATACGAGATGCGAACCTATACAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_60 CAAGCAGAAGACGGCATACGAGATCTCTCATATGCTAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_61 CAAGCAGAAGACGGCATACGAGATTCGTTTCTTCAGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_62 CAAGCAGAAGACGGCATACGAGATAGTACCTAAGTGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_63 CAAGCAGAAGACGGCATACGAGATGGATGCAGGATGAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 

5.8S-Fun_64 CAAGCAGAAGACGGCATACGAGATCCACTTGAGAGTAGTCAGTCAGGGAACTTTYRRCAAYGGATCWCT 
 

 

 

 

Dotyczy pakietu 17 – Odczynniki wg GeneCrust Europe (synteza plazmidów) 
 

>HpLV 

GCGCGAGATAGATTTTATTGAAGATTTTTCCAAATTGGTGATTAAAAATGAGTCTTTCAATATCACCATT 

GTGCCTGAAAGGTTACGGCAATTCGTCGGCACATGGTTGGGTCGGCTACCAAGTGCGCTAGCCTCTAAAC 

TCGAGCAAGTTCAGAGTTTATGTCTCAGTGAGTTCATCAAAAGTTTGAAGCCACACAATTTCACGATTAA 



GTTGGAAGCGCTAAAGTATAACCACCTCTGGAATGATGTACGCCTGTGGGTTAGCGAGGAAGGGCTAGAA 

GATTATGCGATAGAGGGCATAGATGCAAAGTTCACAATGGGTTCGCATGTGCCACCACGAGTTGTAGCCC 

CATATCAGGGCTTGGCGCACTTCTGCGACAGAGCATGGAAGCCTTTACTCCTTGTAGATAAAAAAAAGCT 

TAGCTCAGTACTGAAGCGTCTAGCAGTACAGAGATTCCGAGGTGAGCATCGCAGGAGGATCTCCACAGCA 

GAGCTGGAGTCTTTTGTGGATAGCTTACTAGAAAGAGCTAAATTGATCCAAAGGCAAAACAGAAAGGGCA 

GTCTTAGGGAAAGCATGGCTGCACATCATTATCTCAACTATGGCTCAATTAGGGATGCAGCTAGAGCAAT 

AGCTTCATTATGCATGCGTTGGGTAAGGGCCTTATTCTCAGAATTGGGGCCAAGGTGGTTTTCGCGCTTC 

AACAGATCAAACTTGATGTGGTTACCAGCTCCTAGCGACGCAATATTGCTTTCAAGGGAGGCAGAACAAA 

GCTGGGCGGAAGTAGTGCGGTCAATTTGCACCCTGCTGGGGAAGTCGAGCCATTCTTGGGGACAGCCAAC 

CAGGACGGCGCCGGCAGAGGAGCTACCTCGTGCCACTGATACGAGCGGCATGCTGCCTGTAGCTGCAAGC 

GTAGGACCTGCTGAGCTTTCACGTGCAGGCGCCCTCAGTTGCAGCTGCGGTGTGGCCATAGACATTAGCT 

CTATATCAGTTGCTGAGCAC 

 
 >AFCVd 

TGGGCTCCAACTAGTGGTTCCTGTGGTTTCACACCGAAGGCCGCGAAGCTTGGAAAGAAAAAGATAGAAA 

ATCTGGGTAAGACTCACCTGGTGACTCGTCGTCGACGAAGGGTCCTCAGCAGAGCACCGGCAGGCGCGGC 

GAAGTGGAGAACGCTAGCCGTCCTCCAGTGGAAGAACTGGAAAAGCTTCGGCTTTTCCTTTTTTCTGTTA 

CTGGAACGCGCTGTTGCGCTCACTAGCCAGACCTGCAGGGAATCTAGCTGGGAACCTGCTAGTCGAGCGG 

ACTCGTCCCAGCGGTCCCAACCAGTTTTTCTTTATCCTATTTTTCCCTGCGAGCGCCCGGTCGTGGATAC 

CTAGGATACCCTTGTTTGGGTGCCC 
 


